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1. INTRODUCTION 3. EXPERIMENTAL DESIGN
Protein tyrosine phosphatase 1B (PTP1B) is a A NMR metabolic profiling of lipid and aqueous liver
negative regulator of tyrosine kinase growth 2. GOALS extracts obtained from PTP1B-/- and WT mice at
factor signaling. This work is aimed to analyze different time points (24h and 36h) after PH.
Levels of PTB1B may exert a pivotal role in the differences between
maintaining the balance between survival PTP1B/- and WT mice in the
and death in hepatocytes.? early metabolic events
Recently, it has been proposed that PTP1B produced upon partial
deficiency accelerates hepatic regeneration in hepatectomy (PH) and liver

mice 2 regeneration.
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8. CONCLUSIONS

Methionine levels in WT appears increased after 24 h, but no changes are observed in PTP1B7/-. Lowered levels of methionine in PTP1B7- mice might be indicative of lowered levels of SAM
(S-adenosine methionine). A drop in SAM levels is required for the sensitization of liver cells to hepatocyte growth factor (HGF), a key mitogenic signaling molecule in the regeneration
process.> *Such evidence supports the thesis that PTPB1 deficiency accelerates hepatic regeneration.

After 24 hours PH WT showed rised levels of triglycerides, however PTP1B”- showed triglycerides peaking after 36h.

Taken together these findings demonstrated that a coordinated pattern of biochemical changes occur with and after hepatic regeneration.

Further work is in progress with this dataset in order to gain insight in liver metabolism 36h after hepatectomy.
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